The mean FA values within the tumor for high grade gliomas (n=40) and metastatic lesions (n=44). The boxes represent the interquartile range (IQR) with the median denoted as a horizontal line. Data points beyond the whiskers (1.5×IQR) were considered outliers (circles) and extreme cases (beyond 3×IQR) were denoted as stars. These data points were not excluded from the statistical analysis. The high grade gliomas and metastatic lesions had mean intratumoral FA values of 0.18 ± 0.08 and 0.16 ± 0.06 (SD), respectively. There was no significant difference in intratumoral FA between the two tumor types (p = .254).
SUPPLEMENTARY FIGURE 2. The mean MD values within the tumor for high grade gliomas (n=40) and metastatic lesions (n=44).
The boxes represent the interquartile range (IQR) with the median denoted as a horizontal line. Data points beyond the whiskers (1.5×IQR) were considered outliers (circles) and were not excluded from the statistical analysis. The high grade gliomas and metastatic lesions had mean intratumoral MD values of 1.4 ± 0.03 and 1.39 ± 0.47 ×10 -3 mm 2 /s (SD), respectively. There was no significant difference in intratumoral MD between the two tumor types (p = .936).
SUPPLEMENTARY FIGURE 3. The mean FLAIR values within for high grade gliomas (n=40) and metastatic lesions (n=44).
There were no outliers beyond the whiskers (1.5×IQR). The high grade gliomas and metastatic lesions had normalized mean intratumoral FLAIR values of 1.18 ± 0.28 and 1.07 ± 0.30 (SD), respectively. There was no significant difference in intratumoral FLAIR between the two tumor types (p = .452). 
SUPPLEMENTARY

Obtaining Fractional Anisotropy and Trace volumes
13. Open subject folder containing .nrrd files. 14. Drag the DTI, T1, and T1n .nrrd files into the window
• Click "Okay"
• Images should appear in dark window 15. Click the dropdown box that now says "DICOM to NRRD Converter"
• All Modules>DWI to DTI Estimation 16. Click the dropdown box next to "Output DTI Volume" and select "Create new DiffusionTensorVolume" 17. Click the same dropdown box and select "Rename current DiffusionTensorVolume" 18. Type SubjectID_DT and click "OK"
• Ex: S044_DT 19. Click the dropdown box next to "Output Baseline Volume" and select "Create new Volume" 20. Click the same dropdown box and select "Rename current Volume" 21. Type "Baseline" and click "OK" 22. Select "WLS" as Estimation Parameters 23. Click "Apply" 24. Click the dropdown box that now says "DWI to DTI Estimation"
• All Modules>Diffusion Tensor Scalar Measurements 25. Click the dropdown box next to "Output Scalar Volume" and select "Create new Scalar Volume" 26. Click the same dropdown box and select "Rename current Volume" 27. Type Type SubjectID FA and click "OK"
• Ex: S044_FA 28. Make sure "FractionalAnisotropy" is selected under Estimation Parameters 29. Click "Apply"
• The FA image should appear in the dark window. 30. Click the dropdown box next to "Output Scalar Volume" and select "Create new Scalar Volume" 31. Click the same dropdown box and select "Rename current Volume" 32. Type SubjectID_TR and click "OK"
• Ex: S044_TR 33. Make sure "Trace" is selected under Estimation Parameters 34. Click "Apply"
• The Trace image should appear in the dark window.
Registering Images
35. Click the dropdown box that now says "Diffusion Tensor Scalar Measurements".
• 
